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Figure 6. Increase in Tumor-Infiltrating Lymphocytes®

Figure 4. High E6/E7-Specific T Cell Responses in Alternating 2-Vector Therapy Are Sustained After
I N T RO D U C T I O N M E T H O D S Continual Dosing and Not Overtaken by Vector Backbone Responses

50% of patients with HNSCC show an increased number of CD3+CD8+ T cells within the tumors
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HB-200 represents a powerful new modality in tumor immunotherapy for patients with
treatment-refractory HPV16+ cancers
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